
Table S4. List of accession numbers for the genome data used or generated in this study.  

Strain Type Accesion number Reference 

Mycobacterium africanum 01 Reference genome NZ_LR993210.1 4 

Mycobacterium africanum 65 Reference genome NZ_LR993208.1 4 

Mycobacterium bovis AF2122/97 Reference genome LT708304.1 7 

Mycobacterium bovis BCG Pasteur 1173P2 Reference genome AM408590.1 10 

Mycobacterium bovis BCG Russia Reference genome NZ_CUWO01000001.1 8 

Mycobacterium bovis BCG Tokyo 172 Reference genome AP010918.1 9 

Mycobacterium canettii CIPT 140010059 STB-A Reference genome HE572590.1 1 

Mycobacterium canettii CIPT 140060008 STB-D Reference genome FO203507.1 1 

Mycobacterium canettii CIPT 140070002 STB-E Reference genome NZ_LR993206.1 1 

Mycobacterium canettii CIPT 140070005 STB-G Reference genome NZ_LR993207.1 1 

Mycobacterium canettii CIPT 140070007 STB-I Reference genome NZ_LR993209.1 1 

Mycobacterium canettii CIPT 140070010 STB-K Reference genome FO203509.1 1 

Mycobacterium canettii CIPT 140070008 STB-L Reference genome FO203508.1 1 

Mycobacterium microti ATCC 35782 Reference genome NZ_LR882496.1 5 

Mycobacterium tuberculosis H37Rv Reference genome AL123456.3 3 

Mycobacterium africanum 01 donor Sequencing reads ERR5102806 This study 

Mycobacterium africanum 65 donor Sequencing reads ERR5102807 This study 

Mycobacterium bovis AF2122/97 donor Sequencing reads ERR5102808 This study 

Mycobacterium bovis BCG Pasteur donor Sequencing reads ERR5102809 This study 

Mycobacterium bovis BCG Russia donor Sequencing reads ERR5102810 This study 

Mycobacterium bovis BCG Tokyo donor Sequencing reads ERR5102811 This study 

Mycobacterium microti donor Sequencing reads ERR5102812 This study 

Mycobacterium tuberculosis H37Rv donor Sequencing reads ERR5102813 This study 

Mycobacterium tuberculosis H37Rv ∆RD1 donor Sequencing reads ERR5102814 This study 

STB-A donor Sequencing reads ERR5104570 This study 

STB-A ∆eccD1 donor Sequencing reads ERR5104571 This study 

STB-A ∆RD1 donor Sequencing reads ERR5104572 This study 

STB-D donor Sequencing reads ERR5104573 This study 

STB-D ∆eccD1 donor Sequencing reads ERR5104574 This study 

STB-G donor Sequencing reads ERR5104576 This study 

STB-K donor Sequencing reads ERR5104577 This study 

STB-K ∆eccD1 donor Sequencing reads ERR5104578 This study 

STB-L donor Sequencing reads ERR5104579 This study 

STB-E recipient Sequencing reads ERR5106562 This study 

STB-G recipient Sequencing reads ERR5106563 This study 

STB-I recipient Sequencing reads ERR5106564 This study 

STB-K recipient Sequencing reads ERR5106565 This study 

STB-L recipient Sequencing reads ERR5106566 This study 

STB-L ∆eccD1 recipient Sequencing reads ERR5106567 This study 

Mycobacterium africanum 01/STB-L RC1 Sequencing reads ERR5159436 This study 

Mycobacterium africanum 01/STB-L RC2 Sequencing reads ERR5159437 This study 

Mycobacterium africanum 65/STB-L RC1 Sequencing reads ERR5159438 This study 

Mycobacterium africanum 65/STB-L RC2 Sequencing reads ERR5159439 This study 

Mycobacterium bovis/STB-L RC1 Sequencing reads ERR5159440 This study 

Mycobacterium bovis/STB-L RC2 Sequencing reads ERR5159441 This study 

Mycobacterium bovis/STB-L ∆eccD1 RC1 Sequencing reads ERR5159442 This study 

Mycobacterium bovis BCG Pasteur/STB-L RC1 Sequencing reads ERR5159443 This study 

Mycobacterium bovis BCG Pasteur/STB-L RC2 Sequencing reads ERR5159444 This study 

Mycobacterium bovis BCG Pasteur/STB-L RC3 Sequencing reads ERR5159445 This study 

Mycobacterium bovis BCG Pasteur/STB-L RC4 Sequencing reads ERR5159446 This study 

Mycobacterium bovis BCG Russia/STB-L RC1 Sequencing reads ERR5159447 This study 

Mycobacterium bovis BCG Tokyo/STB-L RC1 Sequencing reads ERR5159448 This study 

Mycobacterium bovis BCG Tokyo/STB-L RC2 Sequencing reads ERR5159449 This study 

Mycobacterium microti/STB-G RC1 Sequencing reads ERR5159450 This study 

Mycobacterium microti/STB-L RC1 Sequencing reads ERR5159451 This study 

Mycobacterium microti/STB-L RC2 Sequencing reads ERR5159452 This study 

Mycobacterium tuberculosis H37Rv/STB-L RC1 Sequencing reads ERR5159453 This study 

Mycobacterium tuberculosis H37Rv ∆RD1/STB-L RC1 Sequencing reads ERR5159454 This study 



STB-A/STB-L RC1 Sequencing reads ERR5163979 This study 

STB-A ∆eccD1/STB-L RC1 Sequencing reads ERR5163980 This study 

STB-A ∆RD1/STB-L RC1 Sequencing reads ERR5163981 This study 

STB-A ∆RD1/STB-L RC2 Sequencing reads ERR5163982 This study 

STB-D/STB-I RC1 Sequencing reads ERR5163983 This study 

STB-D/STB-L RC1 Sequencing reads ERR5163984 This study 

STB-D ∆eccD1/STB-G RC1 Sequencing reads ERR5163985 This study 

STB-G/STB-E RC1 Sequencing reads ERR5163986 This study 

STB-G/STB-K RC1 Sequencing reads ERR5163987 This study 

STB-G/STB-L RC1 Sequencing reads ERR5163988 This study 

STB-G/STB-L RC2 Sequencing reads ERR5163989 This study 

STB-K/STB-G RC1 Sequencing reads ERR5165871 This study 

STB-K/STB-L RC1 Sequencing reads ERR5165872 This study 

STB-K ∆eccD1/STB-L RC1 Sequencing reads ERR5165873 This study 

STB-L/STB-G RC1 Sequencing reads ERR5165874 This study 

STB-L/STB-G RC2 Sequencing reads ERR5165875 This study 

STB-L/STB-I RC1 Sequencing reads ERR5165876 This study 

STB-L/STB-K RC1 Sequencing reads ERR5165877 This study 

STB-L/STB-K RC2 Sequencing reads ERR5165878 This study 
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